The virus is here to stay
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Coronavirus evolution




SARS-CoV-2 evolution

Sampled genome
tree derived from all
outbreak sequences
2022-08-23
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Ongoing evolution of Omicron

Timecourse of Omicron varlant sublineage distribution
2022-08-23

Qe ron :.J...'-q'),v'.
Gl e 'l' w

> 5% gotil prevelence

BELY (5.35%)
BASS (620%)

BAS2 (1687%)

BA.51 (22.01%)

BAS21 (2233%)

ALY

TS

BA LYY By geiAm a
BAVYZ We byt pom O~y
BALLMS O bty s showry

ety
fALLY of ipgurnty Sus 6% aha
eyt o load

c]

BAZ)
A2 D)
BA2)
BAL 2O
BALIE
BAI2
ALY

OrmeCron S ages < 1%

Cthes e bt

for varant mformoton ord defmtuami




The main driver of evolution IS transmission
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Evolution is not predictable: growth rates
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Evolution is not predictable: severity effects
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Many paths to achieve higher transmissibility

Better affinity to cell receptor(s)

Shorter generation time

Increased virus productivity

Escape from immunity

Binding to new receptors

Improved processes during the virus life-cycle

Longer infection
Longer persistence in the environment




Antigenic distance of SARS-CoV-2 variants
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Incubation Iimes Decrease in VOCs

Variant 959 O
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' Beta | 1.83 -7.17
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Progressive reduction in Incubation times
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Population structure and herd immunity
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‘Dynamic protection

LIVING PROTECTED ALONGSIDE SARS-CoV-2
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Dynamic protection
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SARS-CoV-2 will keep evolving
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